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ORF	5	(DNA	Pol.)	 ORF	2	 ORF	6	(RNA	Pol.)	 Repeat	2	
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 pCR-XL-2-TOPO™  
 Entire molecule length: 3956 bp 
Vector Map 
Element Position
lac promoter region bases 2−216
Transcription start site base 179
M13 Reverse priming site bases 205−221
LacZα-ccdB gene fusion bases 217−810
T3 priming site bases 243−262
TOPO™ Cloning site bases 294−295
T7 priming site bases 328−347
M13 Forward (−20) priming site bases 355−370
Kanamycin resistance gene bases 1159−1953
Ampicillin resistance gene bases 2203−3063
pUC origin bases 3161−3834
Figure	2.	pCR-XL-2-TOPO™	vect r	
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Figure	3.	Plasmid	restric/on	diges/on	with	SalI	and	BamHI		
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Brassica	pCR-XL-2-TOPO™	without	eqFP611	amplified	a	fragment	of	
approximately	450	base	pairs	in	length,	while	Brassica	pCR-XL-2-TOPO™	with	
eqFP611	amplified	a	fragment	of	approximately	1000	base	pairs	in	length.	The	
presence	of	eqFP611	in	the	Brassica	pCR-XL-2-TOPO™	construct	was	also	
confirmed	by	DNA	sequencing.	
Results	(cont.)	
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Figure	4.	PCR	of	Brassica	pCR-XL-2-TOPO	with	flanking	primers	
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